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4 
5 
6 
7 
8 
9 
10 
11 
12 
I'l 
15 
18 
20 
21 
23 
24 
26 
27 
29 
30 
32 
34 
36 
37 
38 
39 
41 
42 
43 
44 
45 
46 
47 
48 
49 
50 
51 
52 
.53 
54 
55 
56 
57 



<110> APPLICANT: CAYOUETTE, Michelle 
HANSEN, Connie Jo 
MCCLURE, Amy 
SUN, May 

GRAMATIKOVA, Svetlana 

DYCAICO, Mark 

BARTON, Nelson R. 

STEGE, Justin T. 

ABOUSHADI, Nahla M. 
<120> TITLE OF INVENTION: PROTEASES, MUCLE I C ACIDS ENCODING THEM 

AND METHODS FOR MAKING AND USING THEM' 
<130> FILE REFERENCE: 564462004100 
<140> CURRENT APPLICATION NUMBER: US 10/530,643 
<141> CURRENT FILING DATE: 2006-04-07 
<150> PRIOR APPLICATION NUMBER: PCT/US03/32819 
<151> PRIOR FILING DATE: 2003-10-10 
<150> PRIOR APPLICATION NUMBER: 60/471,423 
<151> PRIOR FILING DATE: 2003-05-16 
<150> PRIOR APPLICATION NUMBER: 60/418,467 
<151> PRIOR FILING DATE: 2002-10-10 
<160> NUMBER OF SEQ ID NOS : 255 
<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 1305 
<212> TYPE: DNA 
<213> ORGANISM: Bacteria 
<400> SEQUENCE: 1 

atgtgttggt gggctcgcgg tggggtaatg gggcgcctcg tagctaacct cctagctctc 
accctgctag cgctactgat cctgccgagt ctcgccccgg tggcgaccgc tgtatcctac 
aagacgctca tagtgaagat tgaccgtgcg aagttcgacc cggagagggt gaagggccta 
ggcggtcgcg tggtgtacgt cgcccagctt gccccggttg ccatcctggt ggtgccggct 
cacgctgcgg agcatgtcaa gaagctgccg ggcgtccttc acgtatccga ggatggcgag 
gtaaaggcgt tcgcagttag agtctcgcta acccagccgc cgcagacaat gccgtggggc 

gcaggtgtgg tcgataacga agggcttcgt agacgtcaac 
cgaggttgcc gtgatagact ctggtgttga cctagaccac 
caagtggtgc gtagcggtgc tcaacggcag gataagcaac 
ccatggtacg cacgtgaccg gcacgatagc cgcgcttgac 
cgtcgcgcca gaggtcgaga tctacatgat caaggccctc 
ctggagcgac ctcataatag ccattgacct cgccgtgaga 
cgctgacggc gacggtgtga ttgtcggtga ccctgaggac 
aagtcataag catgagcctc ggtggttacg atccaccacc agagctccag 
cggcagccta cagctacggg atcgtgatcg tcgcggcggc gggcaacgag 
cgccagccta cccagcagca taccccgagg tcatagcggt gggcgccatc 



gtggactaca ttgacgctga 
ggcgatggtg attccgagat 



ccagacctcg 
agatgctccg 
aacgagatag 
aagaactctg 
ggcccagacg 
gacgcgccag 
gaggtcatag 
ggtctagaca 



ccgataacat 
atgtgaacgg 
gcgttgtcgg 

ggagtggctc 
gcgtgataga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



file : //C : \CRF4\0uthold\Vsr J530643 . htm 



7/3/2006 



Page 2 of 12 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/530,643 



DATE: 07/03/2006 
TIME: 12:00:05 



Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRF4\07032006\J530643.raw 



58 gatgagaacg ccacggtgcc agactggagc aaccgcaacc cagaggtaac agccccaggc 

59 gtcgacatac tcagcacata ccccgacgac agctacgcgg tgctaagcgg cactagcatg 

60 gccaccccac acgtgagcgg cacagtcgcg ctaatccagg cagccaggct cgcccagggc 

61 ctaccactac taccaccagg cacagaggac gacctaacca cagacaccgt gagaggcatc 

62 ctacacctaa cagcggtcga cctcggagac cccggctacg acacgctata cggctacggc 

63 gtgatcaacg cctacgatgc ggtgttaacc gcactaaaca gctag 

65 <210> SEQ ID NO: 2 

66 <211> LENGTH: 434 " 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Bacteria 

70 <220> FEATURE: 

71 <221> NAME/KEY: SIGNAL 

72 <222> LOCATION: (1) . . . (37) 
74 <400> SEQUENCE: 2 



75 


Met 


Cys 


Trp 


Trp 


Ala 


Arg 


Gly Gly Val Met Gly Arg 


Leu Val Ala Asn 


76 


1 








5 






10 




15 


77 


Leu 


Leu 


Ala 


Leu 


Thr 


Leu 


Leu Ala Leu 


Leu 


He Leu 


Pro Ser Leu Ala 


78 








20 






25 






30 


79 


Pro 


Val 




-Thr 


Ala 


Val 


Ser Tyr Lys 


Thr 


Leu He 


Val Lys -lie Asp 


80 






35 








40 






45 


81 


Arg 


Ala 


Lys 


Phe 


Asp 


Pro 


Glu Arg Val 


Lys 


Gly Leu 


Gly Gly Arg Val 


82 




50 










55 




60 




83 


Val 


Tyr 


Val 


Ala 


Gin 


Leu 


Ala Pro Val 


Ala 


He Leu 


Val Val Pro Ala 


84 


65 










70 






75 


80 


85 


His 


Ala 


Ala 


Glu 


His 


Val 


Lys Lys Leu 


Pro 


Gly Val 


Leu His Val Ser 


86 










85 






90 




95 


87 


Glu 


Asp 


Gly 


Glu 


Val 


Lys 


Ala Phe Ala 


Val 


Arg Val 


Ser Leu Thr Gin 


88 








100 






105 






110 


89 


Pro 


Pro 


Gin 


Thr 


Met 


Pro 


Trp Gly Val Asp Tyr He 


Asp Ala Glu Gin 


90 






115 








120 






125 


91 


Val 


Trp 


Ser 


He 


Thr 


Lys 


Gly Phe Val Asp Val Asn 


Gly Asp Gly Asp 


92 




130 










135 




140 




93 


Ser 


Glu 


He 


Glu 


Val 


Ala 


-Val He Asp 


Ser Gly Val 


Asp Leu Asp His 


94 


145 










150 






155 


160 


95 


Pro 


Asp 


Leu 


Ala 


Asp 


Asn 


He Lys Trp 


Cys 


Val Ala 


Val Leu Asn Gly 


96 










165 






170 




175 


97 


Arg 


He 


Ser 


Asn 


Arg 


Cys 


Ser Asp Val 


Asn Gly His 


Gly Thr His Val 


98 








180 






185 






190 


99 


Thr 


Gly 


Thr 


He 


Ala 


Ala 


Leu Asp Asn Glu 


He Gly 


Val Val Gly Val 


100 




195 






200 






205 



101 Ala Pro Glu Val Glu He Tyr Met He Lys Ala Leu Lys Asn Ser Gly 

102 210 215 220 

103 Ser Gly Ser Trp Ser Asp Leu He He Ala He Asp Leu Ala Val Arg 

104 225 230 235 240 

105 Gly Pro Asp Gly Val He Asp Ala Asp Gly Asp Gly Val He Val Gly 

106 245 250 255 

107 Asp Pro Glu Asp Asp Ala Pro Glu Val He Ser Met Ser Leu Gly Gly 

108 260 265 270 

109 Tyr Asp Pro Pro Pro Glu Leu Gin Glu Val He Ala Ala Ala Tyr Ser 



1020 
1080 
1140 
1200 
1260 
1305 
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110 


275 




280 








285 








111 


Tyr Gly He Val 


He Val 


Ala Ala Ala 


Gly 


Asn 


Glu 


Gly 


Leu 


Asp 


Thr 


112 


290 




295 






300 










113 


Pro Ala Tyr Pro 


Ala Ala 


Tyr Pro Glu 


Val 


He 


Ala 


Val 


Gly 


Ala 


He 


114 


305 


310 






315 










320 


115 


Asp Glu Asn Ala 


Thr Val 


Pro Asp Trp 


Ser 


Asn Arg 


Asn 


Pro 


Glu 


Val 


116 




325 




330 










335 




' 117 


Thr Ala Pro Gly 


Val Asp 


He Leu Ser 


Thr 


Tyr" 


Pro 


Asp 


Asp 


Ser 


Tyr 


118 


340 




345 










350 






119 


Ala Val Leu Ser 


Gly Thr 


Ser Met Ala 


Thr 


Pro 


His 


Val 


Ser 


Gly 


Thr 


120 


355 




360 








365 








121 


Val Ala Leu He 


Gin Ala 


Ala Arg Leu 


Ala 


Gin 


Gly 


Leu 


Pro 


Leu 


Leu 


122 


370 




375 






380 










123 


Pro Pro Gly Thr 


Glu Asp 


Asp Leu Thr 


Thr 


Asp 


Thr 


Val 


Arg 


Gly 


He 


124 


385 


390 






395 










400 


125 


Leu His Leu Thr 


Ala Val 


Asp Leu Gly 


Asp 


Pro 


Gly 


Tyr 


Asp 


Thr 


Leu 


126 




405 




410 










415 




127 


Tyr Gly Tyr Gly 


Val He 


Asn Ala Tyr 


Asp 


Ala 


Val 


Leu 


Thr 


Ala 


Leu 


■128 


420 




•■•■425 










430 






129 


Asn Ser 




















132 


<210> SEQ ID NO 


: 3 


















133 


<211> LENGTH: 1572 


















134 


<212> TYPE: DNA 




















135 


<213> ORGANISM: 


Bacteria 
















137 


<400> SEQUENCE: 


3 



















138 atgtcagtga tgcgtggatc acggcgccga 

139 gccctcaccc tcggctccct ctccaccctc 

140 ggcgtcatcg ggaacgccgg agccgaaggc 

141 gacgagtcgg cgcaggcgga gaccgccaag 

142 aagatcaagc ggacctacac ctcggccgtc 

143 caggcgaaga agctcgcggc cgaccccgcc 

144 cacgtcgacg gcacgcagcc ctccccgccc 

145 gcccttccgc tgaaccagag ctacacctac 

146 tacatcatcg acaccggcgt acgcatcacc 

147 ggctacgacg ccatcgacaa cgacaacacc 

148 gtcgccggca cggtcgcggg cacctcgtac 

149 gtccgcgtcc tcgacaactc cggctccggc 

150 tgggtcacgc ggaacgccgt gaagccggcc 

151 gacaccgtcc tcgacgcagc cgtccgcaac 

152 gcggccggca acgacagctc caacgcctcc 

153 atcaccgtcg gctccacgac caacaccgac 

154 gtcctggaca tcttcgcccc gggctcctcc 

155 gccaccaaca ccatctccgg tacgtcgatg 

156 gtctacctcg ccggcaaccc gacggccacc 

157 gccgccaccc cgaacgtcgt caccaacccg 

158 gtcggcggcg gcaccaccac cccgcccggc 

159 atcgccgaca acgcgaccgt cgagtccccg 

160 cccgccgccc tccaggtccc ggtgaacatc 

161 cagctgatcg cccccgacgg ctcggcgtac 



accgccaccg ccgcggccgt 
ccggccgccg ccgcaccggc 
acgatcgcgg gcagctacat 
ggccgggccg tagcggccaa 
aacggctacg ccgtcgaact 
gtgacctccg tcgtccagaa 
tcctggggtc tggaccggat 
cccgacaccg cgggccaggg 
cacagcgact tcggcggccg 
gcccaggacg gccacggcca 
ggcgtcgcca agaaggcgaa 
acgaccgagc aggtcgtcgc 
gtcgccaaca tgagcctcgg 
tcgatcgcct ccggcgtcac 
aactactcgc cggcgcgcgt 
gcccgctcca gcttctccaa 
atcacctcgt cctggaacac 
gcgaccccgc acgtcgcggg 
ccggcgcagg tctccacggc 
ggctccggct ccccgaaccg 
ccgaagttcg agaacaccgc 
gtcaccgtca gcggcgtcag 
gtccacacct acatcggtga 
acgctgaagg ccttcggcac 



cgccgtcgcc 60 

cgccccggaa 120 

cgtcaccctc 180 
gttcggcgcg - 240 

ctccgaggcc 300 

ccgcgtcttc 360 

cgaccagaag 420 

cgtgacggcg 480 

cgcctcctac 540 

cggcacccac 600 

gatcgtcggc 660 

gggcatcgac 720 

cggtggcgtc 780 

gtacgcggtc 840 

caccgaggcc 900 

ctacggcacg 960 

cagcgactcc 1020 

cgccgcggcc 1080 

cctcaccacc 1140 

gctgctctac 1200 

cgactacgcc 1260 

cggcaacgcc 1320 

cctccagatc 1380 

cggcggcagc 1440 
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162 


tcggacaaca tcaacaccac gtacagcgtg aacgcctcct 


cggaggtcgc caacggcacg 


1500 


163 


tggaagctcc gcgtcacgga caacgcgaac gccgacaccg 


gcaagatcga ctcctgggcc 


1560 


164 


ctgcagttct ga 


























1572 


166 


<210> SEQ ID NO: 


: 4 


























167 


<211> LENGTH: 523 


























168 


<212> TYPE: 


PRT 




























169 


.<213>. ORGANISM: 


Bacteria 






















171 


<220> FEAtCTRE: 




























172 


<221> NAME/KEY: 


SIGNAL 
























173 


<222> LOCATION: 


(1) , 


...(36) 






















175 


<400> SEQUENCE: 


4 


























176 


Met Ser Val 


Met 


Arg 


Gly 


Ser 


Arg 


Arg 


Arg 


Thr 


Ala 


Thr 


Ala 


Ala 


Ala 




177 


1 




5 










10 










15 






178 


Val Ala Val 


Ala 


Ala 


Leu 


Thr 


Leu 


Gly 


Ser 


Leu 


Ser 


Thr 


Leu 


Pro 


Ala 




179 




20 










25 










30 








180 


Ala Ala Ala 


Pro 


Ala 


Ala 


Pro 


Glu 


Gly 


Val 


He 


Gly 


Asn 


Ala Gly 


Ala 




181 


35 










40 










45 










182 


Glu Gly Thr 


He 


Ala 


Gly 


Ser 


Tyr 


He 


Val 


Thr 


Leu 


Asp 


Glu 


Ser 


Ala 




183 


.50 








55 










60 












184 


Gin Ala Glu 


Thr 


Ala 


Lys 


Gly 


Arg 


Ala 


Val 


Ala 


Ala 


Lys 


Phe 


Gly 


Ala 




185 


65 






70 










75 










80 




186 


Lys lie Lys 


Arg 


Thr 


Tyr 


Thr 


Ser 


Ala 


Val 


Asn 


Gly 


Tyr 


Ala 


Val 


Glu 




187 






85 










90 










95 






188 


Leu Ser Glu 


Ala 


Gin 


Ala 


Lys 


Lys 


Leu 


Ala 


Ala 


Asp 


Pro 


Ala 


Val 


Thr 




189 




100 










105 










110 








190 


Ser Val Val 


Gin 


Asn 


Arg 


Val 


Phe 


His 


Val 


Asp 


Gly 


Thr 


Gin 


Pro 


Ser . 




191 


115 










120 










125 










192 


Pro Pro Ser 


Trp 


Gly 


Leu 


Asp 


Arg 


He 


Asp 


Gin 


Lys 


Ala 


Leu 


Pro 


Leu 




193 


130 








135 










140 












194 


Asn Gin Ser 


Tyr 


Thr 


Tyr 


Pro 


Asp 


Thr 


Ala 


Gly 


Gin 


Gly 


Val 


Thr 


Ala 




195 


145 






150 










155 










160 




196 


Tyr He He 


Asp 


Thr 


Gly 


Val 


Arg 


He 


Thr 


His 


Ser 


Asp 


Phe 


Gly 


Gly 




197 






165 










170 










175 






198 


Arg Ala Ser 


Tyr 


Gly 


Tyr 


Asp 


Ala 


He 


Asp 


Asn 


Asp 


Asn 


Thr 


Ala 


Gin 




199 




180 










185 










190 








200 


Asp Gly His 


Gly 


His 


Gly 


Thr 


His 


Val 


Ala 


Gly 


Thr 


Val 


Ala 


Gly 


Thr 




201 


195 










200 










205 










202 


Ser Tyr Gly 


Val 


Ala 


Lys 


Lys 


Ala 


Lys 


He 


Val 


Gly 


Val 


Arg 


Val 


Leu 




203 


210 








215 










220 












204 


Asp Asn Ser 


Gly 


Ser 


Gly 


Thr 


Thr 


Glu 


Gin 


Val 


Val 


Ala 


Gly 


He 


Asp 




205 


225 






230 










235 










240 




206 


Trp Val Thr 


Arg 


Asn 


Ala 


Val 


Lys 


Pro 


Ala 


Val 


Ala 


Asn 


Met 


Ser 


Leu 




207 






245 










250 










255 






208 


Gly Gly Gly 


Val 


Asp 


Thr 


Val 


Leu 


Asp 


Ala 


Ala 


Val 


Arg 


Asn 


Ser 


He 




209 




260 










265 










270 








210 


Ala Ser Gly 


Val 


Thr 


Tyr 


Ala 


Val 


Ala 


Ala 


Gly 


Asn 


Asp 


Ser 


Ser 


Asn 




211 


275 










280 










285 










212 


Ala Ser Asn 


Tyr 


Ser 


Pro 


Ala 


Arg 


Val 


Thr 


Glu 


Ala 


He 


Thr 


Val 


Gly 




213 


290 








295 










300 
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214 


Ser Thr Thr 


Asn 


Thr Asp 


Ala Arg 


Ser 


Ser 


Phe 


Ser 


Asn 


Tyr 


Gly 


Thr 




215 


305 






310 










315 










320 




216 


Val Leu Asp 


He 


Phe 


Ala 


Pro Gly 


Ser 


Ser 


He 


Thr 


Ser 


Ser 


Trp 


Asn 




217 






325 












330 










335 






218 


Thr Ser Asp Ser 


Ala 


Thr 


Asn 


Thr 


He 


Ser 


Gly 


Thr 


Ser 


Met 


Ala 


Thr 




219 




340 












345 










350 








220 


Pro His Val 


Ala 


Gly Ala. 


Ala; Ala 


Val 


Tyr 


Leu 


Ala 


Gly 


Asn 


Pro 


Thr 




221 


355 












360 










365 










222 


Ala Thr Pro 


Ala 


Gin 


Val 


Ser 


Thr , 


Ala 


Leu 


Thr 


Thr 


Ala 


Ala 


Thr 


Pro 




223 


370 










375 










380 












224 


Asn Val Val 


Thr 


Asn 


Pro 


Gly 


Ser 


Gly 


Ser 


Pro 


Asn 


Arg 


Leu 


Leu 


Tyr 




225 


385 






390 










395 










400 




226 


Val Gly Gly Gly 


Thr 


Thr 


Thr 


Pro 


Pro 


Gly 


Pro 


Lys 


Phe 


Glu 


Asn 


Thr 




227 






405 












410 










415 






228 


Ala Asp Tyr Ala 


He 


Ala 


Asp 


Asn . 


Ala 


Thr 


Val 


Glu 


Ser 


Pro 


Val 


Thr 




229 




420 












425 










430 








230 


Val Ser Gly Val 


Ser 


Gly 


Asn 


Ala 


Pro 


Ala 


Ala 


Leu 


Gin 


Val 


Pro 


Val 




231 


435 












440 










445 










232 


Asn lie Val 


His 


-Thr 


Tyr 


He 


Gly 


Asp 


Leu 


Gin 


He 


Gin 


Leu 


He 


Ala 




233 


450 










455 










460 








- 




234 


Pro Asp Gly Ser 


Ala 


Tyr 


Thr 


Leu 


Lys 


Ala 


Phe 


Gly 


Thr 


Gly 


Gly 


Ser 




235 


465 






470 










475 










480 




236 


Ser Asp Asn 


L He 


Asn 


Thr 


Thr 


Tyr 


Ser 


Val 


Asn 


Ala 


Ser 


Ser 


Glu 


Val 




237 






485 












490 










495 






238 


Ala Asn Gly Thr 


Trp 


Lys 


Leu 


Arg 


Val 


Thr 


Asp 


Asn 


Ala 


Asn 


Ala 


Asp 




239 




500 












505 










510 








240 


Thr Gly Lys 


He 


Asp 


Ser 


Trp 


Ala 


Leu 


Gin 


Phe 














241 


515 










520 




















243 


<210> SEQ ID NO 


: 5 




























244 


<211> LENGTH: 3684 


























245 


<212> TYPE: 


DNA 






























246 


<213> ORGANISM: 


Bacteria 






















248 


<400> SEQUENCE: 


5 




























249 


atgacgtcga 


ggaccacacc 


cttcgacagg 


gggagagccg 


cgctgatcgc 


cgcgggcgtc 


60 


250 


tccctcgtga 


tgctctcgac 


agggcagacc 


gccgccgccg 


ggaccaccac 


atccgccgta 


120 


251 


ccggacacct 


tcaaggcgac 


ggcgagcacc 


accgtcaccc 


tcgtcaccgg 


cgaccgcgtc 


180 


252 


accctcacgg 


acctcggcgg 


cggccggaag 


accgtcaccg 


tcgaccgggc 


cgagggcgcc 


240 


253 


accggcgcga 


tacgcagccg 


gatcgacgac 


ggccgggtca 


ccgtcgtccc 


cgacgaggcc 


300 


254 


cgcccctacc 


tggactccgg 


cgcgctcgac 


ccgcggctct 


tcgacgtcac 


cggcctagtc 


360 


255 


gaacagggcg 


tcaccggcga 


gctcccgctc 


atcgtcacct 


acggcggcaa 


gaccgccagg 


420 


256 


accgccgccg 


cggccccccg 


C99cgccgag 


accgtccgcc 


cgctgcccag 


catcggcggg 


480 


257 


gccgccgtca 


ccgccaccga 


ccccgcctcc 


ttctggcgcg 


gtttcaccgc 


cgccccgacc 


540 


258 


gcccgggccg 


ccgcccccgc 


caaggtctgg 


ctcgacgggc 


gggtcaaggc 


cgcgatggcc 


600 


259 


gagtccaacg 


cccagatcgg 


caccccgaag 


gcctgggagg 


cggggctcac 


cggcaagggc 


660 


260 


gtgaaggtcg 


cggtcctcga 


caccggcgcc 


gacctcgccc 


accccgacct 


cgcgggccgg 


720 


261 


gtcaccgagt 


ccaagtcgtt 


catcgccggc 


caggaggtcg 


ccgaccgcaa 


cggccacggc 


780 


262 


acccacgtcg 


cctccaccgt 


cggcggcagc 


ggtgccggct 


ccgacggcaa 


ggagaagggc 


840 


263 


gtcgcccccg 


gcgccaccct 


cgccgtgggc 


aaggtcctca 


gcgacgaggg 


cagcggctcc 


900 


264 


gagtcggaga 


tcatcgccgg 


catggagtgg 


gccgccaagg 


acatcgacgc 


gaagatcgtc 


960 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/03/2006 

PATENT APPLICATION: US/10/530,643 TIME: 12:00:06 

Input Set : E; \56446-20041 . 00 - Seqlist.txt 
Output Set: N:\CRP4\07032006\J530643.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq#:160; 
Seq#:160; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
S*eq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:201; 
Seq#:206; 
Seq#:206; 
Seq#:2 06; 
Seq#:2 06; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:2 06; 
Seq#:2 06; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 
Seq#:206; 



N 
N 



N 
N 



N Pos. 
N Pos. 
Pos . 
Pos. 
N Pos. 
N Pos. 
Pos. 
Pos . 
N Pos. 
N Pos. 
N Pos, 
N Pos, 
N Pos. 

vr ^ 

N Pos . 

N Pos , 

N Pos, 

N Pos. 

N Pos . 
N Pos, 
N Pos. 
N Pos, 
N Pos. 
N Pos, 
N Pos. 
N Pos, 
Pos . 
Pos. 
Pos. 
N Pos. 
N Pos. 
Pos . 
Pos. 



N 
N 
N 



N 
N 



N Pos. 



Pos . 
Pos . 
Pos. 
Pos. 
N Pos. 
N Pos. 
N Pos. 
N Pos. 
Pos . 
Pos. 



N 
N 
N 
N 



N 
N 



2061 
2072 
2724 
2735 
2746 
2757 
2768 
2779 
2790 
2801 
2812 
2823 
2834 
2845 
2856 
2867 
2878 
2889 
2900 
2911 
2922 
2933 
2944 
2955 
3355 
3366 
3377 
3388 
3399 
3410 
3421 
3432 
3443 
3454 
3465 
3476 
3487 
3498 
3509 
3520 
3531 
3542 
3553 
3564 



,2062 
,2073 
,2725 
,2736 
,2747 
,2758 
,2769 
,2780 
,2791 
,2802 
,2813 
,2824 
,2835 
,2846 
,2857 
,2868 
,2879 
,2890 
,2901 
,2912 
,2923 
,2934 
,2945 
,2956 
,3356 
,3367 
,3378 
,3389 
,3400 
,3411 
,3422 
,3433 
,3444 
,3455 
, 3466 
,3477 
,3488 
,3499 
,3510 
,3521 
,3532 
,3543 
,3554 
,3565 



,2063 
,2074 
,2726 
,2737 
,2748 
,2759 
,2770 
,2781 
,2792 
,2803 
,2814 
,2825 
,2836 
,2847 
,2858 
,2869 
,2880 
,2891 
, 2902 
,2913 
,2924 
,2935 
,2946 
,2957 
,3357 
,3368 
,3379 
,3390 
,3401 
,3412 
,3423 
,3434 
,3445 
,3456 
, 3467 
,3478 
,3489 
,3500 
,3511 
,3522 
,3533 
,3544 
,3555 
,3566 



,2064 
,2075 
,2727 
,2738 
,2749 
,2760 
,2771 
,2782 
,2793 
,2804 
,2815 
,2826 
,2837 
,2848 
,2859 
,2870 
,2881 
,2892 
,2903 
,2914 
,2925 
,2936 
,2947 
,2958 
,3358 
,3369 
, 3380 
,3391 
,3402 
,3413 
,3424 
,3435 
,3446 
,3457 
, 3468 
,3479 
,3490 
,3501 
,3512 
,3523 
,3534 
,3545 
, 3556 
,3567 



,2065 
,2076 
,2728 
,2739 
,2750 
,2761 
,2772 
,2783 
,2794 
,2805 
,2816 
,2827 
,2838 
,2849 
,2860 
,2871 
,2882 
,2893 
,2904 
,2915 
,2926 
,2937 
,2948 
,2959 
,3359 
,3370 
, 3381 
,3392 
,3403 
,3414 
,3425 
,3436 
,3447 
,3458 
,3469 
, 3480 
,3491 
,3502 
, 3513 
,3524 
,3535 
,3546 
, 3557 
,3568 



,2066 
,2077 
,2729 
,2740 
,2751 
,2762 
,2773 
,2784 
,2795 
,2806 
,2817 
,2828 
,2839 
, 2v3S0 
,2861 
,2872 
,2883 
,2894 
,2905 
,2916 
,2927 
,2938 
,2949 
,2960 
,3360 
,3371 
,3382 
,3393 
,3404 
,3415 
,3426 
, 3437 
,3448 
,3459 
,3470 
,3481 
,3492 
,3503 
,3514 
,3525 
,3536 
,3547 
,3558 
,3569 



,2067, 
,2078; 
,2730, 
,2741, 
,2752, 
,2763, 
,2774, 
,2785, 
,2796, 
,2807, 
,2818, 
,2829, 
,2840, 
,2851, 
, 2 862 , 
,2873, 
,2884, 
,2895, 
,2906, 
,2917, 
,2928, 
,2939, 
,2950, 
,2961, 
,3361, 
,3372, 
,3383, 
,3394, 
,3405, 
,3416, 
, 3427, 
,3438, 
,3449, 
,3460, 
, 3471, 
,3482, 
,3493, 
,3504, 
, 3515, 
, 3526, 
,3537, 
,3548, 
,3559, 
,3570, 



2068, 

2079, 

2 731; 

2742, 

2753, 

2764, 

2775, 

2786, 

2797, 

2808, 

2819, 

2830, 

2841, 

2852, 

2863, 

2874, 

2885, 

2896, 

2907, 

2918, 

2929, 

2940, 

2951, 

2962 

3362, 

3373, 

3384, 

3395, 

3406, 

3417, 

3428, 

3439, 

3450, 

3461, 

3472, 

3483, 

3494, 

3505, 

3516, 

3527, 

3538, 

3549, 

3560, 

3571, 



2069, 

2080 

2732 

2743 

2754 

2765 

2776 

2787 

2798 

2809 

2820 

2831 

2842 

2853 

2864 

2875 

2886 

2897 

2908 

2919 

2930 

2941 

2952 

3363 
3374 
3385 
3396 
3407 
3418 
3429 
3440 
3451 
3462 
3473 
3484 
3495 
3506 
3517 
3528 
3539 
3550 
3561 
3572 



2070,2071 



2733 
2744 
2755 
2766 
2777 
2788 
2799 
2810 
2821 
2832 
2843 
2854 
2865 
2876 
2887 
2898 
2909 
2920 
2931 
2942 
2953 

3364 
3375 
3386 
3397 
3408 
3419 
3430 
3441 
3452 
3463 
3474 
3485 
3496 
3507 
3518 
3529 
3540 
3551 
3562 
3573 



2734 
2745 
2756 
2767 
2778 
2789 
2800 
2811 
2822 
2833 
2844 
2855 
2866 
2877 
2888 
2899 
2910 
2921 
2932 
2943 
2954 

3365 
3376 
3387 
3398 
3409 
3420 
3431 
3442 
3453 
3464 
3475 
3486 
3497 
3508 
3519 
3530 
3541 
3552 
3563 
3574 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/530,643 



DATE: 07/03/2006 
TIME: 12:00:06 



Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRP4\07032006\J530643.raw 



Seq#:206; N Pos . 3575,3576,3577,3578,3579,3580,3581,3582,3583,3584,3585 

Seq#:206; N Pos. 3586,3587,3588,3589,3590,3591,3592,3593,3594,3595,3596 

Seq#:206; N Pos. 3597,3598,3599,3600,3601,3602 

Seq#:220; N Pos. 3211,3212,3213,3214,3215,3216,3217,3218,3219,3220,3221 

Seq#:220; N Pos. 3222,3223,3224,3225,3226,3227,3228,3229,3230 

Seq#:236; N Pos. 3120,3121,3122,3123,3124,3125,3126,3127,3128,3129,3130 

Seq#:236;. N Pes. 31?,1, 3132 , 3133 , 3134 , 3135, 3136, 3137, 3138, 3139 ,.. 



file ://C:\CRF4\Outhold\VsrJ530643 .htm 
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VERIFICATION SUMMARY DATE: 07/03/2006 

PATENT APPLICATION: US/10/530,643 TIME: 12:00:06 



Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRF4\07032006\J530643.raw 



L: 


21 M 


:271 C- 


C 


L: 


1098 


M: 


281 


W: 


L: 


1101 


M: 


258 


W: 


L: 


1232 


M: 


281 


W: 


L: 


1235 


M: 


258 


W: 


L: 


1319 


M: 


281 


W: 


L: 


1322 


M: 


258 


W: 


L: 


1543 


M: 


281 


W: 


L: 


1546 


M: 


258 


W: 


L: 


1672 


M: 


281 


W: 


L: 


1675 


M: 


258 


W: 


L: 


1792 


M: 


281 


W: 


L: 


1795 


M: 


258 


W: 


L: 


2007 


M: 


281 


W: 


L: 


2010 


M: 


258 


W: 


L: 


2168 


M: 


281 


W: 


L: 


2171 


M: 


258 


W: 


L: 


2465 


M: 


281 


W: 


L: 


2468 




258 


W: 


L: 


2574 


M: 


281 


W: 


L: 


2577 


M: 


258 


W: 


L: 


2709 


M: 


281 


W: 


L: 


2712 


M: 


258 


W: 


L: 


2836 


M: 


281 


W: 


L: 


2839 


M: 


258 


W: 


L: 


2949 


M: 


281 


W: 


L: 


2952 


M: 


258 


W: 


L: 


3086 


M: 


281 


W: 


L: 


3089 


M: 


258 


W: 


L: 


3272 


M: 


281 


W: 


L: 


3275 


M: 


258 


W: 


L: 


3437 


M: 


281 


W: 


L: 


3440 


M: 


258 


W: 


L: 


3568 


M: 


281 


W: 


L: 


3571 


M: 


258 


W: 


L: 


3767 


M: 


281 


W: 


L: 


3770 


M: 


258 


W: 


L: 


4144 


M: 


281 


W: 


L: 


4147 


M: 


258 


W: 


L: 


4274 


M: 


281 


W: 


L: 


4277 


M: 


258 


W: 


L: 


4398 


M: 


281 


W: 


L: 


4401 


M: 


258 


W: 


L: 


4520 


M: 


281 


W: 


L: 


4523 


M: 


258 


W: 


L: 


4659 


M: 


281 


W: 


L: 


4662 


M: 


258 


W: 


L: 


5056 


M: 


281 


W: 



Current Filing Date differs, 
Numeric Fields not Ordered 
Mandatory Feature missing, 
Numeric Fields not Ordered 
Mandatory Feature missing, 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric F-ieids not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing, 
Numeric Fields not Ordered 
Mandatory Feature missing, 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory. Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing, 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 
Mandatory Feature missing. 
Numeric Fields not Ordered 



Replaced Current Filing Date 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:20 

<221> Sort in ascending order I 
<220> Tag not found for SEQ ID#:22 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:24 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:28 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:30 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:32 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:36 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:38 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:42- 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:44 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:46 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:48 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:50 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:52 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:54 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:56 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:58 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:62 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:68 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:70 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:72 

<221> Sort in ascending order! 
<22 0> Tag not found for SEQ ID#:74 

<221> Sort in ascending order! 
<220> Tag not found for SEQ ID#:76 

<221> Sort in ascending order! 
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PATENT APPLICATION: US/10/530,643 TIME: 12:00:06 



Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRP4\07032006\J530643.raw 

L:5059 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:82 
L:5198 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending orderl 
L:5201 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:84 
L:5386 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:5389 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:86 
L:5532 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:5535 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:88 
L;5663 M:281 W: Numeric Fields not Ordered, <221> Sort" in ascending order! 
L:5666 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:90 
L:5883 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:5886 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:94 
L:5979 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:5982 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:96 
L:6294 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:6297 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:102 
L:6788 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:6791 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:112 
L:6960 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
I5:6?€3 M:25S Mandatory Feature missing] :<220> Tag not . found for SEQ IB#;114 
L:7227 M:281 W: Numeric Fields not Ordered, <221'> Sort in ascending order! 
L:7230 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:116 
L:7596 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:7599 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:122 
L:7713 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:7716 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:124 
L:7920 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:7923 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:128 
L:8104 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:8107 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:132 
L:8181 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:8184 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:134 
L:8532 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:8535 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:140 
L:8645 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:8648 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:142 
L:8785 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 
L:8788 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:144 
L:9569 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:152 
L:9573 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:152 
L:9577 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:152 
L:9581 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:152 
L:10123 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:160 
L: 10127 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:160 
L: 10131 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:160 
L: 10230 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:160 after pos.:2043 
L:10464 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:165 
L:10528 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:166 
L:10532 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:166 
L:10536 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:166 
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PATENT APPLICATION: US/10/530.643 TIME: 12:00:06 



L:11016 M 
L:11020 M 
L:11024 M 
L:11028 M 
L:11118 M 
L:11412 M 
L: 11484 M 
L:11488 M 
L:11492 M 
L:11496 M 
L:11887 M 
L:11959 M 
L:11963 M 
L:12381 M 
L:12385 M 
L:12465 M 
L:12469 M 
L:12873 M 
:12949 M 
:12953 M 
:13095 M 
:13096''m 
:13097 M 
;13098 M 
:13099 M 
: 13384 



W: 



L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 



M 



L:13388 M 
L:13392 M 
L:13560 M 
L:13561 M 
L:13562 M 
L:13563 M 
L:13564 M 
L:13824 M 
L:13908 
L: 
L: 
L: 
L: 
L: 



M 

:13912 M 
;13916 M 
:13920 M 
: 14374 M 
:14537 M 
L:14773 M 
L:14777 M 
L:14859 M 
L:14863 M 
L:14867 M 



L:14933 
L:15233 
L:15237 



L:15305 M 



258 W 
258 W 
258 W 
258 W 
361 
258 W 
258 W 
255 W 
258 W 
258 W 
258 W 
258 W 
258 W 
258 W 
258 W 
258 W 
258 W 
258 W 
.25S\V7 
258 W 
;341 W 
;341 W 
341 W 
341 W 
;341 W 
;258 W 
;258 W 
258 W 
341 W 
:341 W 
341 W 
;341 W 
;341 W 
;258 W 
;258 W 
;258 W 
;258 W 
258 W 
;258 W 
341 W 
258 W 
;258 W 
258 W 
258 W 
258 W 
361 W 
258 W 
258 W 
258 W 



Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRF4\07032006\J530643.raw 

Mandatory Feature missing, <220> Tag not found for SEQ ID# : 
Mandatory Feature missing, <220> Tag not found for SEQ ID#: 
Mandatory Feature missing, <220> Tag not found for SEQ ID#: 
Mandatory Feature missing, <220> Tag not found for SEQ ID#: 
Invalid Split Codon, Sequence data for SEQ ID#: 173 
Mandatory Feature missing, <220> Tag not found for SEQ ID# : 



Mandr.tory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Fea. ture mi s s ing , 
Mandatory Feature missing. 
Mandatory Feature missing, 



(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used. 



<220> Tag not found for SEQ I0#: 
<220> Tag not found for SEQ 1D#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<22 0> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#' 
<220> Tag not found for SEQ"ID#: 
for SEQ ID#:201 after pos.:2720 
for SEQ ID#:201 after pos.:2780 
for SEQ ID#:201 after pos.:2840 
for SEQ ID#:201 after pos.:2900 
for SEQ ID#:201 after pos.:2960 



173 
173 
173 
173 

180 
181 

181 
181 
181 
188 
189 
189 
194 
194 
195 
195 
200 
70.1 
201 



Mandatory Feature missing, <220> Tag not found for SEQ ID#: 
Mandatory Feature missing, <220> Tag not found for SEQ ID#: 
Mandatory Feature missing, <220> Tag not found for SEQ ID#: 



206 
206 
206 



(46) "n" or "Xaa" used, 
(46) "n" or "Xaa" used, 
(46) "n" or "Xaa" used, 
(46) "n" or "Xaa" used, 
(46) "n" or "Xaa" used. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing. 
Mandatory Feature missing. 



for SEQ ID#:206 after pos.:3309 
for SEQ ID#:206 after pos.:3369 
for SEQ ID#:206 after pos.:3429 
for SEQ ID#:206 after pos.:3489 
for SEQ ID#:206 after pos.:3549 

<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 
<220> Tag not found for SEQ ID#: 



(46) 



or "Xaa" used, for SEQ ID#:220 after pos.:3204 



<220> Tag not found for SEQ ID#: 

<220> Tag not found for SEQ ID#: 

<220> Tag not found for SEQ ID#: 

<220> Tag not found for SEQ ID# : 

<220> Tag not found for SEQ ID# : 
Invalid Split Codon, Sequence data for SEQ ID#: 224 

Mandatory Feature missing, <220> Tag not found for SEQ ID#; 

Mandatory Feature missing, <220> Tag not found for SEQ ID# : 

Mandatory Feature missing, <220> Tag not found for SEQ ID# : 



Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 
Mandatory Feature missing. 



211 
212 
212 
212 
212 
220 

223 
223 
224 
224 
224 

230 
230 
231 
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VERIFICATION SUMMARY DATE: 07/03/2006 

PATENT APPLICATION: US/10/530,643 TIME: 12:00:06 

Input Set : E:\56446-20041.00 - Seqlist.txt 
Output Set: N:\CRP4\07032006\J530643.raw 



L:15925 
L: 15929 
L:15933 
L:15937 
L:16085 
L:16308 
L:16378 
' L: 16382 
L:16386 
L:16911 
L:16915 
L:17389 



W: 



M:258 
M:258 W 
M:258 W 
M:258 W 
M:341 W 
M:258 W 
M:258 W 
M:258 W 
M:258 W 
M:258 W 
M:258 W 
M:258 W 



Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 



missing, <220> Tag 

missing, <220> Tag 

missing, <220> Tag 

missing, <220> Tag 
used, for SEQ ID#:2 

missing, <220> Tag 

missing. ;«?220> Tag 

missing, <22 0>'"Tag 

missing, <220> Tag 

missing, <220> Tag 

missing, <220> Tag 

missing, <220> Tag 



not found for 
not found for 
not found for 
not found for 
36 after pos . 
not found for 
not found for 
not found for 
not found for 
not found for 
not found for 
not found for 



SEQ ID#:236 
SEQ ID#:236 
SEQ ID#:236 
SEQ ID#:236 

:3087 

SEQ ID#:242 
SEQ ID#:243 
SEQ ID#:243 
SEQ ID#:243 
SEQ ID#:250 
SEQ ID#:250 
SEQ ID#:255 
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